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The important points of intial models in SNe are

mass & compactness.
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But how do they appearz
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NS-NS, BH-NS, BH-BH binaries?
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(D Based on the variational principle,

we can obtain baroclinic equilibria.
(@ However, numerical error is large

close to the boundary with low mass
element.

barotropic case
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baroclinic case
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Figure 1. (color on line). Structures of a star in rotational equilibria for barotropic (left four panels) and baroclinic (right four panels)
EOS's. The upper left quadrants show the nodes and edges in the triangulated mesh. The other panels display clockwise the color
contours of logarithmic density in g/em?, specific entropy in ki and specific angular momentum in 10"%em? /e The color scales are
identical for both cases,
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Extended inrtial model and shrinked initial model provide the same result.
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viral constant convergence condrtion

s _|2T+W +3[PaV

residual = |VP/p+®|/([VP/p|+|®P|) Dmax < |.e-5

©= W



